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Abstract

The family of fibrinogen-related proteins (FREPs) is a group of proteins with
fiborinogen-related domain (FReD). Protein member in this family play crucial roles as
pattern recognition proteins in innate immune responses. In present study, the partial
cDNA of white shrimp Litopenaeus vannamei FREP (designated as LVFREP) was
partially cloned from hepatopancreas by means of reverse transcription-polymerase
chain reaction (RT-PCR) and rapid amplification of cDNA ends (RACE) method. The
partial cDNA of LvFREP was 600 bp encoding a polypeptide of 128 amino acids with a
3' untranslated region of 211 bp. By BLAST analysis, the amino acid sequence of
LvFREP has the highest homology (55% identity) with ficolin-2 of Crassostrea gigas.
LVFREP contains FReD and a Ca”’ binding site. By RT-PCR analysis, LvFREP gene was
mainly expressed in the hepatopancreas in similar to those of other shrimp FREPs. In
addition, the temporal expression of LVFREP mRNA in the hepatopancreas was
examined by semi-quantitative RT-PCR. The mRNA level of white shrimps challenged by
white spot syndrome virus (WSSV) was significantly up-regulated and peaked to 2.04
fold at 3 hr after stimulation. This result suggests that LvFREP may be involved in the
shrimp immune response.

Keyword: Litopenaeus vannamei, fibrinogen-related proteins, white spot syndrome virus
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